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B FRERHREBE®
ERERMEREE -
HEHE 10HERR FAX:0952-30-5033
HERNR SHIER e-mail:kansen—j@pref saga.lg.jp
SREN B KB REH 6465 ) KRB RE (OTF) bad, Lokl bl RIAB( 534) S WA i ARIEH( 26304 )
HREE it [wnme] FRES i [mnns AREE i [ovnon] [ AREA i [mnns
305| Escherichia coli &t EHEC/VTEG 6 101| Plesiomonas sigelloides 1 001 Escherichia coli 1 001|Escherichia coli 858
093 |Escherichia coli B FRE ETEC 1 1 208 | Campylobacter jejuni 31 118 jlus ir 003 Typhi
092|Escherichia coli #B#B ATE EIEC 209 Campylobacter coli 030 Neisseria 004 Paratyphi A
094|Escherichia coli FRAM B MiAL EPEC 9 023| Campylobacter jejuni/coli #HIES | 272 1| [_1086|Listeria monocytogenes 426 | Salmonella_spp.
095| Escherichia coli #tb ) T #IR 1% 241|MRSA 24 241|MRSA 1 118 ilus ir 1
003 Typhi 024| Staphylococcus aureus(MRSALLS}) 56 024| Staphylococcus aureus(MRSALLS})| 1 030| Neisseria
004| Salmonella Paratyphi A 025| Clostridum perfringens 2 032| Streptococcus B 3 503| Listeria monocytogenes 4
005| Salmonella 02 026 Clostridum botulinum,E 381|PRSP/PISP 102| Pseudomonas aeruginosa 98
006 04 17 027|Cl E LS 038)| Streptococcus pneumoniae (PRSP/PISPELS}) 1 241|MRSA 131
007| Salmonella 07 25 028| Bacillus cereus 2 At 7 0 024| Staphylococeus aureus MRSALASH) 228
008 | Salmonella 08 12 Shigella dysenteriae F( ) 421| Staphylococcus A7) -t HEHE 471
009 09 13 Shigella flexneri B ( ) 032| Streptococcus B 53
010| Sa/monella 09,46 Shigella boydii B ) SRR ESH/ RMENE BRI ( 22354 ) 381|PRSP/PISP 4
201| Salmonella 013,19 090| Shigella sonnei [ ] BREZ R |woeE) 0: ) 19
014 o13 2 091] Shigella BT 037| Bordetella pertussis 422| Anaerobes 125
015| Salmonella 018 041| Entamoeba histolytica 118 83 042| Plasmodium spp.
016 | Salmonella LRRUNDE( ) 1 042| Cryptosporidium spp. 030| Neisseria meningitidis 116 Vibrio vulnificus
017 BT 043| Giardia lamblia 031| Streptococcus A 9 =118 1992 0
503| Listeria monocytogenes 501|ROTA virus 1 381|PRSP/PISP 66
018| Yersinia enterocolitica 2 502| ADENO virus 20 038 Streptococeus pneumoniae (PRSP/PISPELSY) 76 SR R 1RAM( 12689 )
019| Ypseudotuberculosis =118 514 2 036 Corynebacterium diphtheriae 1 mREA AR | wnwiE|
405| V.cholerae O1El Tor,Ogawa CT(+) 504 virus A 20 109| Mycobacterium tuberculosis 70
406| V.cholerae O1:El Tor,Ogawa,CT(-) bl 3ikad® d. bl AR (1806 ) 505 virus AorB 110| Mycobacterium avium-intracellulare complex 162
407 | V.cholerae O1:El TorInaba,CT(+) BREE e 506|RS virus 93 119| Klebsiella 1098
408| V.cholerae O1EI TorInaba,CT(-) 001|Escherichia coli 58 At 348 0 118 247
409| V.cholerae O1Glassical OgawaCT(+) 119| Klebsiella pneumoniae 16 039| Legionella pneumophila 1
410| Vicholerae O1Classical,Ogawa,CT(-) 118 ilus i STRE : A RIAH( 5475) 102 i 1433
411]| Vicholerae O1:Classical Inaba,CT(+) 030| Neisseria meningitidis FRES BB | BAREE| 241|MRSA 1624
412| V.cholerae O1Classical InabaCT(-) 102| Pseudomonas aeruginosa 17 029 | Neisseria gonorrhoeae 024| Staphylococcus aureus (MRSALASH) 1114
413 V.cholerae 0139,CT(+) 163| Mycobacterium spp. 032| Streptococcus B 324 031] Streptococcus A 6
414| V.cholerae 0139.CT(-) 241|MRSA 25 179| Chlamydia trachomatis 032| Streptococcus B 442
415| V.cholerae 01801395454 024| Staphylococcus aureus(MRSAEASH) 68 124| Ureaplasma 8 381|PRSP/PISP 44
022| Vibrio parahaemolyticus 421| Staphylococcus A7) -t BEtE 53 425| Candida albicans 167 038| Streptococcus pneumoniae(PRSP/PISP LLS}) 128
104| Vibrio fluvialis 381|PRSP/PISP 162| Trichomonas vaginalis 2 422| Anaerobes 26
115| Vibrio mimicus [} ) 1 &5t 501 0 125| Mycoplasma pneumoniae.
116 Vibrio vulnificus 422| Anaerobes 90 it 6395 0
206 | Aeromonas hydrophila 1 125| Mycoplasma pneumoniae.
207| Aeromonas sobria 5 116| Vibrio vuinificus TR FOOK - K - B ER AL
111|Aeromonas hydrophila/sobria #3I €3 11 it 328 0 IREE  VREE R U RIEEED S D
MRSAmethicillin-resistant S.aureus ER R RERSIABIUTREI DD
PRSP;penicillin-resistant S.poneumoniae B &P - P BB AR E TR E 1568 (5 54) 1
PISP;penicillin-intermediate resistant S.pneumoniae
et FREBHARBESE
ERREEREE 8-
B 10MEE% FAX:0952-30-5033
HERA SMaE 1R e-mail-kansen-j@pref.saga.lgjp
SHE: RE ®ik: 619) SEHE: RE(O5F) SEHH R BR%( 25) S e B B 1769)
FREA g || FEER B |Ernes FRER B |Ernes FEES B |Ernes
305 | Escherichia coli 1% Mt EHEC/VTEC 1 101| Plesiomonas sigelloides 001| Escherichia coli 001|Escherichia coli 77
093 |Escherichia coli HFME ETEC] 208| Campylobacter jejuni 3 118| Haemophilus influenzae 003 | Salmonella Typhi
092 | Escherichia coli {#B A EIEC 209| Campylobacter coli 030| Neisseria meningitidis 004| Salmonella Paratyphi A
094 |Escherichia coli FRXIH M MAR EPEC 023| Campylobacter jejuni/coli BRI ¥ 13 106| Listeria monocytogenes 426 Salmonella spp.
095| Escherichia coli 10 F#IF M 241|MRSA 2 241|MRSA 118 jlus ir
003| Salmonella Typhi 024| Staphylococcus aureus(MRSALLSH) 2 024| Staphylococcus aureus(MRSALLSH)) 030| Neisseria meningitidis
004| Salmonella Paratyphi A 025| Clostridum perfringens 032| Streptococcus B 503 | Listeria monocytogenes
005| Salmonella 02 026| Clostridum botulinum E 381|PRSP/PISP 102| Pseudomonas aeruginosa 9
006 | Salmonelia 04 1 027| Clostridum botulinum E A$% 038| Streptococous pneumoniae (PRSP/PISPLLSY) 241|MRSA 8
007 | Salmonella 07 028| Bacillus cereus 2 & 0 0| | 024|Staphylococcus aureus (MRSALISH) 25
008| Salmonella 08 Shigella dysenteriae () 421| Staphylococcus A7) 5t BEtE 41
009 | Salmonella 09 Shigella flexneri B () 032| Streptococcus B
010 Salmonella 09,46 Shigella boydii B ) SRESTH R/ MEIR iR ( 1580) 381|PRSP/PISP
201| Salmonella 013,19 090| Shigella sonnei RRES B |EE) 038|Streptococcus pneumoniae(PRSP/PISPLISY) 1
014| Salmonella 013 091| Shigella BTH 037| Bordetella pertussis 422| Anaerobes 6
015| Salmonella 018 041| Entamoeba histolytica 118 jlus i 5 042| Plasmodium spp.
016| Salmonella £ DB ) 1 042| Cryptosporidium spp. 030| Neisseria meningitidis 116| Vibrio vuinificus
017| Salmonella BT B3 043| Giardia lamblia 031| Streptococcus A &t 167 0
503 Listeria monocytogenes 501|ROTA virus 381|PRSP/PISP 2
018| Yersinia enterocolitica 502| ADENO virus 3 038 Streptococcus pneumoniae (PRSP/PISPELS) 13 SIREDES : B BKE( 1120)
019| Ypseudotuberculosis it 28 0 036/ Corynebacterium diphtheriae BRESA B |mn e
405| V.cholerae O1:EI Tor,OgawaCT(+) 504 virus A 109| Mycobacterium tuberculosis 6
406 | V.cholerae O1:El Tor,Ogawa,CT(-) SRFH R BARC 142) 505 virus AorB 110|Mycobacterium avium-intracellulare complex 21
407| V.cholerae O1:El TorInabaCT(+) BRES i [wAeE | 506|RS virus 21 119| Klebsiella pneumoniae 97
408| V.cholerae O1:El Tor,Inaba,CT(-) 001| Escherichia coli 3 At 41 0| | 118|Haemaphilus influenzae 28
409| V.cholerae O1Classical Ogawa CT(+) 119| Klebsiella pneumoniae 2 039| Legionella pneumophila
410| V.cholerae O1:Classical,0gawa,CT(-) 118| Haemophilus influenzae SMHHE: ERE BARRC 491) 102| Pseudomonas aeruginosa 108
411| V.cholerae O1ClassicalInabaCT(+) 030| Neisseria meningitidis HRES e [snis) | 241|MRSA 132
412| V.cholerae O1Classical Inaba CT(-) 102| Pseudomonas aeruginosa 029| Neisseria gonorrhoeae 024| Staphylococcus aureus (MRSALASH) 97
413| V.cholerae 0139.CT(+) 163| Mycobacterium spp. 032| Streptococcus B 32 031| Streptococcus A
414| V.cholerae 0139,CT(-) 241|MRSA 2 179| Chlamydia trachomatis 032| Streptococcus B 46
415| V.cholerae 01&0139L454 024 Staphylococcus aureus(MRSALLSH) 5 124 Ureaplasma 381|PRSP/PISP 1
022| Vibrio parahaemolyticus 421| Staphylococcus A7) Tt IEHE 5 425| Candida albicans 17 038|treptococcus pneumoniae(PRSP/PISPLLSH) 10
104| Vibrio fluvialis 381|PRSP/PISP 162| Trichomonas vaginalis 422| Anaerobes 2
115| Vibrio mimicus [ 1) & 49 0| | 125|Mycoplasma pneumoniae
116| Vibrio vuinificus 422| Anaerobes 9 aF 548 0
206 | Aeromonas hydrophila 125| Mycoplasma pneumoniae
207| Aeromonas sobria 116| Vibrio vuinificus BRI : MK - BEK - BB &L
111|Aeromonas hydrophila/sobria ¥R AF 26 0 RER VS NS DA

MRSAmethicillin-resistant S.aureus

PRSP;penicillin-resistant S.oneumoniae

PISP;penicillin-intermediate resistant S.oneumoniae
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1 FRAEABRLERRBE =
ERREEREE S
He#EA 105ES% FAX:0952-30-5033
HERE SMasE2A4R e-mail:kansen-j@pref.saga.lg.jo
SEHH:XR ik 433) SEHH: RE(O5F) SRR BE BmiFM( 51) _ SEmEH mE B 1933)
ARES R || FRES R [ ARES R [ FRES el i
305 | Escherichia coli f5 &t Mm% EHEC/VTEC 101| Plesiomonas sigelloides 001|Escherichia coli 001|Escherichia coli 39
093 | Escherichia coli % FRME ETEC 208| Campylobacter jejuni 118 jlus i 003| Salmonella Typhi
092 |Escherichia coli #A#1R At EIEC| 209| Campylobacter coli 030| Neisseria 004 Paratyphi A
094 |Escherichia coli FIRAM B M;#R EPEC 023| Campylobacter jejuni/coli #8519 7 106| Listeria monocytogenes 426| Salmonella_spp.
095| Escherichia coli #D F#IR % 241|MRSA 2 241|MRSA 118
003| Salmonella Typhi 024| Staphylococcus aureus(MRSAEASH) 3 024| Staphylococcus aureus(MRSALASH)) 030|Neisseria
004 Paratyphi A 025| Clostridum perfringens 1 032| Streptococcus B 503|Listeria monocytogenes
005| Salmonella 02 026| Clostridum botulinum, E 381|PRSP/PISP 102| Pseudomonas aeruginosa 1
006 04 027| Clostridum botulinum E KA%h 038 Streptococcus pneumoniae (PRSP/PISPELSH) 241|MRSA 11
007| Salmonella 07 028| Bacillus cereus At 0 0| | 024|Staphylococcus aureus (MRSALISH) 5
008 08 Shigella dysenteriae B ( ) 421 Staphylococeus AT 5—t EtE 30
009 | Salmonella 09 Shigella flexneri B () 032| Streptococcus B 2
010| Salmonella 09,46 Shigella boydii B ) S MM RGE/ AR A% 1658) 381|PRSP/PISP
201| Salmonella 01,319 090| Shigella sonnei RRES B |E | 038|streptococcus pneumoniae(PRSP/PISPLLS})
014| Salmonella 013 091| Shigella BT 037| Bordetella pertussis 422| Anaerobes 8
015| Salmonella 018 041| Entamoeba histolytica 118| Haemophilus influenzae 1 042| Plasmodium spp.
016| Salmonella £ RS DB ) 042| Cryptosporidium spp. 030| Neisseria meningitidis 116| Vibrio vuinificus
017| Salmonella #T83 043| Giardia lamblia 031| Streptococcus A 1 &t 106 0
503 Listeria monocytogenes 501|ROTA virus 381|PRSP/PISP 4
018| Yersinia enterocolitica 502|ADENO virus 1 038 Streptococcus pneumoniae (PRSP/PISPELSY) 1 SRR R AR 963)
019| Ypseudotuberculosis &/E 15 0| | 036| Corynebacterium diphtheriae HRES Bt |wrnea
405| V.cholerae O1EI Tor,Ogawa CT(+) 504 virusA 109| Mycobacterium tuberculosis 4
406| V.cholerae O1:El Tor,Ogawa,CT(-) ped LikidR-d b3 BB 124) 505 virus AorB 110|Mycobacterium avium=intracellulare complex 16
407| Vicholerae O1:E| TorInaba CT(+) FRES B | BARGE) 506|RS virus 4 119| Klebsiella 73
408| V.cholerae O1EI Tornaba,CT(-) 001|Escherichia coli 4 At 11 of [ 118 i 15
409| V.cholerae O1Classical.0gawaCT(+) 119| Klebsiella 1 039
410| V.cholerae O1:Classical.Ogawa,CT(-) 118 i SR E: M RIS 455) 102|Pseudomonas aeruginosa 99
411| Vicholerae O1:Classicallnaba CT(+) 030| Neisseria FREAS R | B 241[MRSA 133
412| Vicholerae O1ClassicallnabaCT(-) 102| Pseudomonas aeruginosa 1 029 | Neisseria gonorrhoeae 024| Staphylococcus aureus (MRSALLSH) 116
413| V.cholerae 0139.CT(+) 163| Mycobacterium spp. 032| Streptococcus B 20 031| Streptococcus A
414| V.cholerae 0139.CT(-) 241|MRSA 4 179 Chlamydia trachomatis 032| Streptococcus B 32
415| V.cholerae 01801395454 024| Staphylococcus aureus(MRSAEASH) 4 124 Ureaplasma 381|PRSP/PISP 4
022| Vibrio parahaemolyticus 421| Staphylococcus AT 75—t IEtE 3 425| Candida albicans 15 038|Streptococcus pneumoniae(PRSP/PISPLASH) 11
104| Vibrio fluvialis 381|PRSP/PISP 162| Trichomonas vaginalis 422| Anaerobes 3
115| Vibrio mimicus 038 | Streptococcus pneumoniae (PRSP/PISPLLSH) &5t 35 0 125
116| Vibrio vulnificus 422| Anaerobes 6 &/Et 506 0
206 | Aeromonas hydrophila 1 125
207| Aeromonas sobria 116| Vibrio vuinificus BERIA : MK - BEOK - BB R E
111 |Aeromonas hydrophila/sobria B3I $ &t 23 0 UREE : WHEE R U SRIBEAAN S DO
MRSAmethicillin-resistant S.aureus EREE SERSIRBIUTREN DM
PRSP;penicillin-resistant S.pneumoniae FEER: IR ERFRIE TR EIRIB (5K B
PISP;penicillin-intermediate resistant S.pneumoniae
a1 FRGRHARE &
ERERMEERE -
E 1] 10HE% FAX:0952-30-5033
BERE FMI4EIA] e-mail-kansen-j@pref saga.lg.jp
. Zikadk 33 #iks  547) R RE (O5F) S H: BR Bk®( 63) . :t.13 b3 iK% 2054)
HRES A | moe | ARES B [wes) FREZ B [wes) FARESR B [woes)
305 | Escherichia coli 1% it EHEC/VTEC 101 Plesiomonas sigelloides 001| Escherichia coli 001|Escherichia coli 70
093 | Escherichia coli HFFME ETEC 208| Campylobacter jejuni 1 118 003 | Salmonella Typhi
092 | Escherichia coli $#BALE EIEC 209| Campylobacter coli 030| Neisseria meningitidis 004| Salmonella Paratyphi A
094 |Escherichia coli R KR E MFE EPEC 023| Campylobacter jejuni/coli 38R ¥ 12 106 | Listeria monocytogenes 426 Spp.
095| Escherichia coli 410 F#1R 1 241|MRSA 2 241|MRSA 118
003| Salmonella Typhi 024| Staphylococcus aureus(MRSAEASH) 4 024| Staphylococcus aureus(MRSALASH)) 030|Neisseria
004 Paratyphi A 025| Clostridum perfringens 1 032| Streptococcus B 503|Listeria monocytogenes
005| Salmonella 02 026| Clostridum botulinum, E 381|PRSP/PISP. 102| Pseudomonas aeruginosa 8
006 | Salmonella 04 2 027| Clostridum botulinum E A5 0. ) 241|MRSA 9
007 o7 1 028| Bacillus cereus &t 0 0| | 024|Staphylococcus aureus (MRSALIS}) 27
008| Salmonella 08 Shigella dysenteriae %(__) 421| Staphylococcus ATY 5t Bt 36
009| Salmonella 09 Shigella flexneri B () 032| Streptococcus B 3
010 09.46 Shigella boydii B ) SRESH B/ REE R 1729) 381[PRSP/PISP
201| Salmonella 013,19 090| Shigella sonnei [ BREZ it [winen| | 038|streptococcus moumonias PRSP/PISPES)
014| Salmonella 013 091| Shigella BTH 037| Bordetella pertussis 422| Anaerobes 8
015 o18 041| Entamoeba histolytica 118 jlus i 7 042| Plasmodium spp.
016| Salmonella RS DBEC ) 042| Cryptosporidium spp. 030| Neisseria meningitidis 116| Vibrio vuinificus
017| Salmonella BT B3 043| Giardia lamblia 031| Streptococcus A A&t 161 0
508 Listeria monocytogenes 501|ROTA virus 381|PRSP/PISP
018| Yersinia enterocolitica 502| ADENO virus 038 Streptococeus pneumoniae (PRSP/PISPIASY) 1 SHREBHH : PR R 849)
019| Ypseudotuberculosis A&t 23 0| | 036| Corynebacterium diphtheriae 1 BRES ol
405| V.cholerae O1El Tor,Ogawa,CT(+) 504 virus A 109| Mycobacterium tuberculosis 5
406 | V.cholerae O1:El Tor,Ogawa,CT(-) S MeH B R BARE( 181 505 virus AorB 110|Mycobacterium avium-intracellulare complex 18
407| Vicholerae O1El TorInaba CT(+) RRES B (81558 [ 506|RS virus 2 119| Klebsiella pneumoniae 92
408| V.cholerae O1El TorInaba,CT(-) 001| Escherichia coli 4 &t 1 o | 118 jlus i 26
409| V.cholerae O1:Classical.0gawaCT(+) 119| Klebsiella 1 039
410| V.cholerae O1:Classical.Ogawa,CT(-) 118 SN SRS ik 450) 102|Pseudomonas aeruginosa 147
411| V.cholerae O1ClassicallnabaCT(+) 030| Neisseria FREE g [wanes] | 241|MRsA 182
412| V.cholerae O1ClassicallnabaCT(-) 102| Pseudomonas aeruginosa 2 029 | Neisseria gonorrhoeae 024| Staphylococcus aureus (MRSALLSH) 94
413| Vcholerae 0139.CT(+) 163| Mycobacterium spp. 032| Streptococcus B 23 031| Streptococcus A 2
414| V.cholerae 0139,.CT(-) 241|MRSA 179 Chlamydia trachomatis 032| Streptococcus B 55
415| V.cholerae 018013915+ 024| Staphylococcus aureus(MRSALLSH) 8 124 Ureaplasma 8 381|PRSP/PISP. 4
022| Vibrio parahaemolyticus 421| Staphylococcus ATY Tt Bt 3 425| Candida albicans 9 038|streptococeus pneumoniae (PRSP/PISPESH) 6
104| Vibrio fluvialis 381|PRSP/PISP 162| Trichomonas vaginalis 422| Anacrobes 1
115 Vibrio mimicus 038| Streptococcus pneumoniae (PRSP/PISPLLSH) aE 40 0 125
116| Vibrio vulnificus 422| Anaerobes 7 A&t 632 0
206 | Aeromonas hydrophila 125
207| Aeromonas sobria 116| Vibrio vulnificus BRI - K - BEOK - BAER R E
111| Aeromonas hydrophila/sobria 1EHI €4 a&t 25 [ MEEAR VR IREAN S D

MRSA;methicillin-resistant S.aureus

PRSP;p

PISP;penicillin-intermediate resistant S pneumoniae
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1 ARAEBHREBRE S
EEREEEEE S —
$REHEA 106 &% FAX:0952-30-5033
HERNE SHIE4RH e-mail:kansen-j@pref.saga g jp
ST KB #ikY  558) SWHH: KT (OTF) ed 2ok b d BB 44) AWM MR B 1942)
FRESA R [wni] FRESR R |wre FERES R |wre BRESR R |
305 | Escherichia coli i &ttt EHEC/VTEC 101| Plesiomonas sigelloides 001|Escherichia coli 001|Escherichia coli 67
093 | Escherichia coli BFRME ETEC 208| Campylobacter jejuni 4 118| Haemophilus influenzae 003| Salmonella Typhi
092/ Escherichia coll 1B AL EIEC 209| Campylobacter coli 030| Neisseria meningitidis 004| Salmonella Paratyphi A
094 |Escherichia coli FRAM B MHE EPEC 023| Campylobacter jejuni/coli TR €3 1 106| Listeria monocytogenes 426| Salmonella spp.
095| Escherichia coli 0D FHIR M 241|MRSA 2 241|MRSA 118| Haemophilus influenzae
003| Salmonelia Typhi 024 Staphylococcus aureus(MRSALLSH) 4 024 Staphylococcus aureus(MRSALLSH)) 030| Neisseria jtidi
004| Salmonella Paratyphi A 025/ Clostridum perfringens 032 Streptococcus B 503|Listeria monocytogenes 2
005/ Salmonella 02 026/ Clostridum botulinum,E 381|PRSP/PISP 102| Pseudomonas aeruginosa 2
006 04 4 027 Clostridum botulinum E K%+ 038 ) 241|MRSA 6
007 Salmonella 07 028 Bacillus cersus &3t [} 0| | 024|Staphylococous aureus MRSALLSH) 26
008| Salmonella 08 Shigella dysenteriae % ( ) 421| Staphylococcus A7) -t Bt 25
009 Salmonella 09 Shigella flexneri B () 032 Streptococcus B 4
010| Salmonella 09,46 Shigella boydii B( ) SRR EEE/RENR R 1529) 381|PRSP/PISP
201| Salmonella 013,19 090| Shigella sonnei HRER g |mania| | 038|streptococcus preumoniae(PRSP/PISPEIS) 2
014| Salmonella 013 091|Shigella ___ BFB 037| Bordetella pertussis 422| Anaerobes 9
015| Salmonella 018 041| Entamoeba histolytica 118 jlus ir 4 042| Plasmodium spp.
016 Salmonella £ELSNDBEC ) 042| Cryptosporidium spp. 030| Neisseria meningitidis 116| Vibrio vulnificus
017| Salmonella 8783 043 Giardia lamblia 031 Streptococcus A 1 &t 143 0
503 | Listeria monocytogenes 501 [ROTA virus 381|PRSP/PISP 2
018| Yersinia enterocolitica 502| ADENO virus 1 038|treptococcus pneumoniae (PRSP/PISPELSH) 4 el $iki¥l s ] BIKE( 1035)
019| Ypseudotuberculosis A&t 27 0| | 036| Corynebacterium diphtheriae FRES g oo
405| V.cholerae O1:EI Tor,Ogawa,CT(+) 504 virus A 109| Mycobacterium tuberculosis 6
406 | V.cholerae O1:El Tor,Ogawa,CT(-) SWHE FEE BB 156) 505 virus AorB 110|Mycobacterium avium-intracellulare complex 10
407 | Vicholerae O1:El Tor,Inaba CT(+) BRESA BB |wwia| 506|RS virus 1 119| Klebsiella pneumoniae 71
408| V.cholerae O1EI TorInaba,CT(-) 001| Escherichia coli 2 &5t 12 of [ 118 jlus i 17
409| V.cholerae O1Classical Ogawa CT(+) 119| Klebsiella pneumoniae 3 039| Legionella pneumophila
410 V.cholerae O1Classical,0gawa CT(-) 118 jlus i SEEH: RS Bk 421) 102| Pseudomonas aeruginosa 114
411]| Vicholerae Ol:ClassicalInaba,CT(+) 030| Neisseria meningitidis BRAS e 241|MRSA 133
412| Vicholerae O1Classical Inaba,CT(-) 102| Pseudomonas aeruginosa 1 029| Neisseria gonorrhoeae 024| Staphylococcus aureus MRSALLSH) 113
413| Vicholerae 0139.CT(+) 163 Mycobacterium spp. 032 Streptococcus B 31 031 Streptococcus A
414| Vicholerae 0139,CT(-) 241|MRSA 1 179| Chlamydia trachomatis 032| Streptococcus B 31
415| V.cholerae 0180139454 024 Staphylococcus aureus(MRSALLSH) 3 124| Ureaplasma 381|PRSP/PISP 4
022| Vibrio parahaemolyticus 421| Staphylococcus AT) -t Bt 3 425| Candida albicans 16 038 strevtococcus peumonias PRSP /PISPLISE) 6
104| Vibrio fluvialis 381|PRSP/PISP 162| Trichomonas vaginalis 422| Anaerobes 2
115| Vibrio mimicus 0. ) &t 47 0| | _125|Mycoplasma pneumoniae
116| Vibrio vulnificus 422| Anaerobes 3 &5t 507 0
206| Aeromonas hydrophila 125| Mycoplasma pneumoniae
207| Aeromonas sobria 116 | Vibrio vulnificus BRI - FOK - UK - BAER R R E
111|Aeromonas hydrophila/sobria FHIHY 1 A&t 16 0 IREE: IR EE R U BIREEM S D
MRSA methicillin-resistant S.aureus BEER IR RERSIRE LU T REN LD
PRSP;penicillin-resistant S.pneumoniae AR BEERPR E T B (53)
PISP:penicillin-intermediate resistant S.pneumoniae
a1 FReERHRESR &S
EERWEEEE 2~
MEWMEA 10/E 5% FAX:0952-30-5033
HERNE STASESAH# e-mail:kansen—j@pref.saga.lgp
SHHE: RE k3 592) SRHE: RE(OT) el Likidh. b BB 40) WS IR RAS (2028 )
ARES e [l BRES sy e FREA g [onnoa] [ | BRES sy [wrie
305 | Escherichia coli B i EHEC/VTEC 101| Plesiomonas sigelloides 001| Escherichia coli 001| Escherichia coli 58
093 | Escherichia coli BFRIE ETEC 208| Campylobacter jejuni 2 118| Haemophilus influenzae 003| Salmonella Typhi
092 | Escherichia coli $B#HBAME EIEC 209| Campylobacter coli 030| Neisseria meningitidis 004| Salmonella_Paratyphi A
094 |Escherichia coli iR ARmE MFL EPEC 023| Campylobacter jejuni/coli i8R &S 44 106| Listeria monocytogenes 426| Salmonella spp.
095| Escherichia coli 410 F#IR 1 241|MRSA 1 241|MRSA 118 jlus ir
003| Salmonella Typhi 024 Staphylococcus aureus(MRSALLSH) 6 024 Staphylococcus aureus(MRSALLSH) 1 030| Neisseria
004 Paratyphi A 025 Clostridum perfringens 032 Streptococcus B 1 503 Listeria monocytogenes
005/ Salmonella 02 026/ Clostridum botulinum,E 381|PRSP/PISP 102| Pseudomonas aeruginosa 4
006 | Salmonella 04 1 027 Clostridum botulinum E KA$+ 038 streptococcus pneumoniae (PRSP/PISPELS) 241|MRsA 29
007| Salmonella 07 2 028 Bacillus cereus &3t 2 0| | 024|Staphylococous aureus MRSALLSH) 18
008 Salmonella 08 1 Shigella dysenteriae F( ) 421 Staphylococcus ATY 5 IEE 38
009 Salmonella 09 3 Shigella flexneri B () 032 Streptococcus B 5
010| Salmonella 09,46 Shigella boydii B ) SRR RS/ RENE BRI 1202) 381|PRSP/PISP 2
201 013,19 090( Shigella sonnei [ ] HBRES IR | BRI 038|Streptococcus pneumoniae(PRSP/PISPLLSY) 1
014| Salmonella 013 091|Shigella ___ BEFB 037| Bordetella pertussis 422| Anaerobes 13
015 o18 041| Entamoeba histolytica 118 6 042| Plasmodium spp
016| Salmonella RS DB ) 042| Cryptosporidium spp. 030| Neisseria meningitidis 116| Vibrio vulnificus
017| Salmonella 878 043 Giardia lamblia 031| Streptococcus A 1 &t 168 0
503| Listeria monocytogenes 501|ROTA virus 381|PRSP/PISP 9
018| Yersinia enterocolitica 502|ADENO virus 038 Streptococcus pneumoniae (PRSP/PISPESY) 2 STREH R BB 1071)
019| Vpseudotuberculosis | 62 0 036| Corynebacterium diphtheriae BRES R ||
405| V.cholerae O1El Tor.Ogawa,CT(+) 504 virusA 109| Mycobacterium tuberculosis 10
406 | V.cholerae O1:E| Tor,Ogawa,CT(-) S MR BARE( 145) 505 virus AorB 110|Mycobacterium avium-intraceilulare complex 16
407| V.cholerae O1:EI TorInaba,CT(+) BREA s |sanoE | 506|RS virus 2 119| Klebsiella pneumoniae 78
408| V.cholerae O1:El TorInaba,CT(-) 001|Escherichia coli 3 Bt 20 0 118| Haemophilus influenzae 20
409| V.cholerae O1Classical Ogawa CT(+) 119| Klebsiella pneumoniae 039 Legionella pneumophila
410| V.cholerae O1:Classical,Ogawa,CT(-) 118| Haemophilus influenzae SRR ERME RIAER( 467) 102| Pseudomonas aeruginosa 120
411| Vicholerae O1:Classical Inaba,CT(+) 030|Neisseria HREAS B | BAREE| 241[MRSA 122
412| Vicholerae O1:ClassicalInaba,CT(-) 102| Pseudomonas aeruginosa 2 029| Neisseria gonorrhoeae 024| Staphylococeus aureus MRSALLSH) 79
413| Vicholerae 0139.CT(+) 163| Mycobacterium spp. 032| Streptococcus B 33 031| Streptococcus A 1
414| V.cholerae 0139.CT(-) 241|MRSA 4 179| Chlamydia trachomatis 032| Streptococcus B 43
415| Vicholerae 018&0139115+ 024 Staphylocoocus aureus(MRSALLSH) 5 124| Ureaplasma 381|PRSP/PISP 5
022| Vibrio parahaemolyticus 421 Staphylococcus A7) -t Bt 7 425| Candida albicans 13 038 streptococcus pneumonias (PRSP/PISPLISH) 11
104| Vibrio fluvialis 381|PRSP/PISP 162| Trichomonas vaginalis 422| Anaerobes 4
115| Vibrio mimicus 038 Streptococcus pneumoniae (PRSP/PISPLLSY) Bt 46 0 125
116| Vibrio vulnificus 422| Anaerobes 4 &t 509 0
206| Aeromonas hydrophila 125
207| Aeromonas sobria 1 16| Vibrio vulnificus <ok - K- B AL
111|Aeromonas hydrophila/sobria #HI Y 1 &5t 25 0 DREE : WEEE R U SRIBEAA S D

MRSAmethicillin-resistant S.aureus

PRSP:penicillin-resistant S.pneumoniae

PISP;penicillin-intermediate resistant S.pneumoniae
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1 FRAEBLRRB S S
EEREERX TS~
He#mEA 105E5% FAX:0952-30-5033
HERE SMaIEc AR e-mail:kansen-j@pref.saga.lg.jp
SRHE: RE #1453 655) SRHE: RE(O5) SWHE : R BB 51) WS : iR BB 2074)
FREAS B [wwe FRESA e BREAS e annon] [ FRESA B | W
305 | Escherichia coli B it EHEC/VTEC 1 101| Plesiomonas sigelloides 001|Escherichia coli 001|Escherichia coli 76
093 | Escherichia coli BFERIE ETEC] 208| Campylobacter jejuni 4 118| Haemophilus influenzae 003 | Salmonella Typhi
092 | Escherichia coli $B#BAME EIEC 209 | Campylobacter coli 030| Neisseria meningitidis 004| Salmonella Paratyphi A
094 |Escherichia coli iR AR E MFE EPEC 4 023| Campylobacter jejuni/coli i8R &S 40 106| Listeria monocytogenes 426| Salmonella spp.
095| Escherichia coli 410 F#1IR 241|MRSA 1 241|MRSA 118 jlus i
003| Salmonella Typhi 024| Staphylococcus aureus(MRSALLSH) 7 024| Staphylococcus aureus(MRSALLS})) 030| Neisseria meningitidis
004| Salmonella Paratyphi A 025| Clostridum perfringens 032| Streptococcus B 503| Listeria monocytogenes 2
005| Salmonella 02 026 | Clostridum botulinum,E 381|PRSP/PISP 102| Pseudomonas aeruginosa 6
006 | Salmonella 04 1 027| Clostridum botulinum E KASh 038 streptococcus pneumoniae (PRSP/PISPELSH) 241|MRsA 20
007 | Salmonella 07 6 028| Bacillus cereus &t 0 0| | 024|Staphylococcus aureus (MRSALISH) 17
008| Salmonella 08 4 Shigella dysenteriae E(__) 421| Staphylococcus ATY Tt Bt 40
009 | Salmonella 09 Shigella flexneri B () 032| Streptococcus B 4
010| Salmonella 09,46 Shigella boydii B ) S REMHCRTE/ AR AR 1302) 381|PRSP/PISP 2
201 Salmonella 013,19 090| Shigella sonnei FRESR B |E | 038 Streptococcus pneumoniae(PRSP/PISPLLS})
014 013 091] Shigella B 037| Bordetella pertussis 422| Anaerobes 14
015| Salmonella 018 041| Entamoeba histolytica 118 jlus i 5 042| Plasmodium spp.
016 ERUSADBC ) 042| Cryptosporidium spp. 030| Neisseria 116| Vibrio vulnificus
017| Salmonella 8T8 043| Giardia lamblia 031| Streptococcus A 1 &Et 184
503 Listeria monocytogenes 501|ROTA virus 381|PRSP/PISP
018| Yersinia enterocolitica 502|ADENO virus 3 038| Streptococcus pneumoniac (PRSP/PISPELS) 3 el Likadl. ;] iK% 1024)
019| Vpseudotuberculosis B 73 0 036| Corynebacterium diphtheriae BRES R | W]
405| V.cholerae O1El Tor.Ogawa,CT(+) 504 virusA 109| Mycobacterium tuberculosis 3
406 | V.cholerae O1:E| Tor,Ogawa,CT(-) SRR R miAKR( 187) 505 virus AorB 110|Mycobacterium avium-intraceilulare complex 10
407| V.cholerae O1EI TorInaba,GT(+) FRES s [saneE | 506|RS virus 4 119| Klebsiella pneumoniae 69
408| V.cholerae O1EI Tor,Inaba,CT(-) 001| Escherichia coli 5 &t 13 o | 118 13
409| V.cholerae O1Glassical OgawaGT(+) 119| Klebsiella pneumoniae 2 039| Legionella pneumophila
410| Vicholerae O1:Classical,Ogawa,CT(-) 118 SRR ERME RIAER( 466) 102 91
411| Vicholerae O1:Classical Inaba,CT(+) 030| Neisseria meningitidis BREZ BHm [WAReE | 241|MRSA 127
412| V.cholerae O1ClassicallnabaCT(-) 102| Pseudomonas aeruginosa 4 029 | Neisseria gonorrhoeae 024| Staphylococcus aureus (MRSALLSH) 98
413 V.cholerae 0139.CT(+) 163| Mycobacterium spp. 032| Streptococcus B 32 031| Streptococcus A
414| V.cholerae 0139.CT(-) 241|MRSA 1 179 Chlamydia trachomatis 032| Streptococcus B 36
415| V.cholerae 01801395454 024 Staphylococcus aureus(MRSALLSH) 5 124 Ureaplasma 381|PRSP/PISP 5
022| Vibrio parahaemolyticus 421| Staphylococcus AT 75—t IEtE 11 425| Candida albicans 12 038|Streptococcus pneumoniae (PRSP/PISPLASH) 9
104| Vibrio fluvialis 381|PRSP/PISP 162| Trichomonas vaginalis 422| Anaerobes 2
115| Vibrio mimicus 03: ) &5t 44 0 125| Mycoplasma pneumoniae
116| Vibrio vulnificus 422| Anaerobes 10 Bt 463
206 | Aeromonas hydrophila 125| Mycoplasma pneumoniae
207| Aeromonas sobria 116| Vibrio vulnificus BERIA : K - BEOK - B R AR E
111|Aeromonas hydrophila/sobria T3 2 Bt 38 0 THEE : IR BA R U SRIRER DN S O # 4
MRSA;methicillin-resistant S.aureus TR IR, REBRSIESSUTREN DM
PRSP;penicillin-resistant S.poneumoniae PEED: PEARPR BT KB (53) ¥
PISP;penicillin-intermediate resistant S.pneumoniae
a1 FRERHRRBE S
EEREERX T2~
HMEHEE 10KES% FAX:0952-30-5033
HERE SHAETAH e-mail:kansen—j@pref.saga.lg.jp
SRHE: RE BAE  520) SWHE: RE(O5) SWHE : R BB 42) 3 W - il T BB 2240)
BRES winan el BRES gy [ FRES g [onnoe] [ | BRES sy [
305 | Escherichia coli M & it EHEC/VTEC 2 101| Plesiomonas sigelloides 001|Escherichia coli 001|Escherichia coli 77
093 | Escherichia coli % FHE ETEC 208| Campylobacter jejuni 1 118 jlus i 003| Salmonella Typhi
092 |Escherichia coli # B ATE EIEC| 209| ¢ coli 030| Neisseria 004 Paratyphi A
094 |Escherichia coli FRAM B M;AR EPEC 2 023| Campylobacter jejuni/coli #8519 37 106| Listeria monocytogenes 426| Salmonella_spp.
095| Escherichia coli #1.0 F#IR % 241|MRSA 4 241|MRSA 118
003| Salmonella Typhi 024| Staphylococcus aureus(MRSAEASH) 6 024| Staphylococcus aureus(MRSALASH)) 030|Neisseria
004| Salmonella Paratyphi A 025| Clostridum perfringens 032| Streptococcus B 2 503| Listeria monocytogenes
005 | Saimonella 02 026 Clostridum botulinum,E 381|PRSP/PISP 102 | Pseudomonas aeruginosa 7
006 | Salmonella 04 3 027| Clostridum botulinum E A5 038 streptococcus pneumoniae (PRSP/PISPELSH) 241|MRsA 4
007 o7 3 028| Bacillus cereus a&t 2 0 024| Staphylococcus aureus MRSALSH) 12
008| Salmonella 08 1 Shigella dysenteriae E(_) 421| Staphylococeus ATY Tt Bt 41
009 09 3 Shigella flexneri B () 032| Streptococcus B 1
010| Salmonella 09,46 Shigella boyaii B ) STERFTH T/ BN Rk (1858 ) 381|PRSP/PISP
201| Salmonella 013,19 090| Shigella sonnei HRER g i | 038|streptococcus pneumoniae (PRSP/PISPLIS)
014 013 091] Shigella HAH 037| Bordetella pertussis 422| Anaerobes 8
015| Salmonella 018 041| Entamoeba histolytica 118 jlus i 4 042| Plasmodium spp.
016 LEUSDEC ) 042| Cryptosporidium spp. 030| Neisseria 116| Vibrio vulnificus
017| Salmonella 8T8 043| Giardia lamblia 031| Streptococcus A 2 &aEt 160
503| Listeria monocytogenes 501|ROTA virus 381|PRSP/PISP. 5
018| Yersinia enterocolitica 502| ADENO virus 1 038|Streptococeus pneumoniae (PRSP/PISPESY) 6 SRESH g BiAE( 1017)
019| Ypseudotuberculosis BEt 68 o 036| Corynebacterium diphtheriae BRES i |wrnin
405| V.cholerae O1:El Tor,Ogawa,CT(+) 504 virus,A 1 109| Mycobacterium tuberculosis 8
406| V.cholerae O1:El Tor,Ogawa,CT(-) SR EME B 138) 505 virusAorB 110| Mycobacterium avium-intracellulare complex 11
407| Vicholerae O1:E| TorInabaCT(+) FRES B | BARGE) 506|RS virus 1 119| Klebsiella 91
408| V.cholerae O1EI Tornaba,CT(-) 001|Escherichia coli 3 At 19) o 118 jlus i 18
409| V.cholerae O1Glassical.OgawaGT(+) 119| Klebsiella pneumoniae 2 039| Legionella pneumophila
410| Vicholerae O1:Classical,Ogawa,CT(-) 118 SEHR ERR RIAKR( 443) 102 116
411| V.cholerae O1ClassicalInabaGT(+) 030| Neisseria meningitidis HRER B |SanirE| | 241|MRSA 142
412| Vicholerae O1:ClassicalInaba,CT(-) 102| Pseudomonas aeruginosa 2 029 Neisseria gonorrhoeae 024| Staphylococcus aureus MRSALLS}) 80
413| V.cholerae 0139.CT(+) 163| Mycobacterium spp. 032| Streptococcus B 33 031| Streptococcus A
414| Vcholerae 0139.CT(-) 241|MRSA 179| Chlamydia 032| Streptococcus B 37
415| V.cholerae 018 0139L15+ 024| Staphylococcus aureus(MRSALLSH) 7 124| Ureaplasma 381|PRSP/PISP 2
022| Vibrio parahaemolyticus 421| Staphylococcus ATY 7t B tE 2 425| Candida albicans 17 038 streptococeus pneumoniae (PRSP/PISPELSH) 8
104| Vibrio fluvialis 381|PRSP/PISP 162 vaginalis 422| Anaerobes
115| Vibrio mimicus [} ) akt 50 o 125| Mycoplasma pneumoniae
116 Vibrio vulnificus 422| Anaerobes 5 &t 513
206| Aeromonas hydrophila 125| Mycoplasma pneumoniae
207| Aeromonas sobria 2 116| Vibrio vuinificus BERIA: K - BEOK - BB R AR E
111|Aeromonas hydrophila/sobria 133 3 &t 21 0 RER : WHEE R U RIBEAA > DO

MRSAmethicillin-resistant S.aureus
PRSP:penicillin-resistant S.pneumoniae

PISP;penicillin-intermediate resistant S.oneumoniae
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1 FREBRHRRBES
ERREBEREE 2
H|EWMEA 106 FAX:0952-30-5033
BEANE SR e-mail:kansen-j@prefsaga.lgjp
SR KE BiEH  499) SRHE: RE (OS5 e 2ok 1 BB 42) _ SREH: M HBikE( 2527)
mRESA B [wrReE BRESA B |wnweE BRES B |wnReE BRESA B |w R
305|Escherichia coli B E tiftE EHEC/VTEC 1 101| Plesiomonas sigelloides 1 001| Escherichia coli 001|Escherichia coli 74
093 |Escherichia coli HFBME ETEC 208| Campylobacter jejuni 4 118 jlus i 003| Salmonella Typhi
092 |Escherichia coli ##iRAE EIEC| 209 | Campylobacter coli 030| Neisseria meningitidis 004 Salmonella Paratyphi A
094|Escherichia coll FRABBEMA EPEC 1 023 Campylobacter jejuni/coli H83I¢ 9 23 106| Listeria monocytogenes 426| Salmonella_spp.
095| Escherichia coli D T HIRE 241|MRSA 1 241|MRSA 1 118 jlus i
003| Salmonella Typhi 024| Staphylococcus aureus(MRSALASH) 3 024| Staphylococcus aureus(MRSALASH)) 030|Neisseria
004| Salmonella Paratyphi A 025| Clostridum perfringens 032| Streptococcus B 503| Listeria monocytogenes
005| Salmonella 02 026| Clostridum botulinum E 381|PRSP/PISP 102| Pseudomonas aeruginosa 14
006 | Salmonella 04 2 027| Clostridum botulinum E KAk 038 | streptococcus pneumoniae (PRSP/PISPELSH) 1 241|MRSA 13
007 | Salmonella 07 2 028| Bacillus cereus At 2l o 024| Staphylococcus aureus (MRSALLSH) 27
008| Salmonella 08 Shigella dysenteriae () 421| Staphylococcus ATY 5t BatE 59
009| Salmonella 09 2 Shigella flexneri B () 032| Streptococcus B 3
010| Salmonella 09,46 Shigella boydii B( ) STEENH /RGN RS 4321) 381|PRSP/PISP
201| Salmonella 01,3,19 090| Shigella sonnei [ FRESR R |E | 038 | Streptococcus pneumoniae(PRSP/PISPLLSH) 5
014| Salmonella 013 091| Shigella BTH 037| Bordetella pertussis 422| Anaerobes 12
015| Salmonella 018 041| Entamoeba histolytica 118| Haemophilus influenzae 9 042| Plasmodium spp.
016/ Salmonella £ELUSNDBEC ) 042| Cryptosporidium spp. 030| Neisseria meningitidis 116| Vibrio vulnificus
017| Salmonella 8783 043| Giardia lamblia 031| Streptococcus A &t 207 0
503 Listeria monocytogenes 501|ROTA virus 381|PRSP/PISP 6
018| Yersinia enterocolitica 502|ADENO virus 1 038| Streptococcus pneumonias (PRSP/PISPELS) 10 SR B B RS 1087)
019| Ypseudotuberculosis &t 4 o 036| Corynebacterium diphtheriae FRES i [mnnen
405| V.cholerae O1EI Tor,OgawaCT(+) 504 virus A 1 109| Mycobacterium tuberculosis 4
406| V.cholerae O1:El Tor,Ogawa,CT(-) SEHH: EME BAB(C 160) 505 virus AorB 110|Mycobacterium avium-intracellulare complex 17
407 V.cholerae O1:El TorInaba CT(+) BRES s [sineE [ 506(RS virus 13 119| Klebsiella pneumoniae 126
408| V.cholerae O1E| TorInaba,GT(-) 001|Escherichia coli 8 a5t 3 o 118 jlus i 27
409| V.cholerae O1Classical.OgawaCT(+) 119| Klebsiella pneumoniae 039| Legionella pneumophila
410 V.cholerae O1Classical,0gawa CT(-) 118 jlus i SHETH: ERE RIEB( 487) 102| Pseudomonas aeruginosa 128
411| Vicholerae O1:Classicallnaba CT(+) 030| Neisseria meningitidis BRAS R |wriE 241|MRSA 146
412| V.cholerae O1ClassicalInabaCT(-) 102| Pseudomonas aeruginosa 1 029 | Neisseria gonorrhoeae 024| Staphylococcus aureus (MRSALLSH) 77
413| Vicholerae 0139.CT(+) 163| Mycobacterium spp. 032| Streptococcus B 34 031| Streptococcus A 1
414| V.cholerae 0139.CT(-) 241|MRSA 1 179| Chlamydia trachomatis 032| Streptococcus B 39
415| V.cholerae 018.0139L15+ 024| Staphylococcus aureus(MRSALLSH) 9 124| Ureaplasma 381|PRSP/PISP 5
022| Vibrio parahaemolyticus 421| Staphylococcus A7) 7—t Bt 3 425| Candida albicans 16 038|Streptococcus pneumoniae(PRSP/PISPLASH) 11
104| Vibrio fluvialis 381|PRSP/PISP 162| Trichomonas vaginalis 422| Anaerobes 2
115| Vibrio mimicus 038 ) & 50, o 125| Mycoplasma pneumoniae
116| Vibrio vulnificus 422| Anaerobes 15 &5t 583 0
206| Aeromonas hydrophila 125| Mycoplasma pneumoniae
207| Aeromonas sobria 1 118 | Vibrio vuinificus BRI - FOK - UK - BAER R R E
111{Aeromonas hydrophila/sobria B 2 Bt 37 0 TREE : WA R U S IEEE A D DA
MRSA methicillin-resistant S.aureus BEER IR REWRSIRB LU T REN LD
PRSP;penicillin-resistant S.pneumoniae PEED: REERPRE T BB (53) B
PISP;penicillin-intermediate resistant S.pneumoniae
1 FRABHRRBES =
EERWEEEE 2 —
10HERR FAX:0952-30-5033
SHAEIAH e-mail:kansen—j@pref.saga.lg.jp
SMHH: RE BEE  381) SRHH: RE(O5) el Likidd. b BB 42) 5 MEHT - i BAM( 2327)
ARES s [l ARES i [ RRES i [wnnce] [ | ARES i [
305 | Escherichia coli f5 & ti M {% EHEC/VTEC 101 Plesiomonas sigelloides 001|Escherichia coli 001|Escherichia coli 73
093 | Escherichia coli # FIRE ETEC] 208| Campylobacter jejuni 1 118| Haemophilus influenzae 003 Sa/monella Typhi
092/ Escherichia coll MBAE EIEC 209| Campylobacter coli 030| Neisseria meningitidis 004| Salmonella Paratyphi A
094 |Escherichia coli iR KB M:FE EPEC 1 023| Campylobacter jejuni/coli BRI &4 23 106| Listeria monocytogenes 426 Spp.
095| Escherichia coli D T #iRE 241|MRSA 241|MRSA 118 i
003| Salmonella Typhi 024 Staphylococcus aureus(MRSALLSH) 4 024| Staphylococcus aureus(MRSAEASH)) 030|Neisseria
004| Salmonella Paratyphi A 025/ Clostridum perfringens 032| Streptococcus B 503| Listeria monocytogenes
005 02 026 | Clostridum botulinum,E 381|PRSP/PISP. 102 i 13
006 04 1 027| Clostridum botulinum E LAS} 038| Streptococcus pneumoniae (PRSP/PISPLLSH) 241|MRSA 7
007| Salmonella 07 1 028| Bacillus cereus &t 0 0 024 Staphylococcus aureus MRSALLSH) 29
008| Salmonella 08 1 Shigella dysenteriae E(_) 421| Staphylococeus ATY Tt Bt 45
009 09 3 Shigella flexneri B () 032| Streptococcus B 6
010 09.46 Shigella boydii B(C ) _ SYRESTH B/ RER RAER( 1591) 381|PRSP/PISP
201| Salmonella 013,19 090| Shigella sonnei HRES g [mnnia| | 038|streptococcus pneumoniae (PRSP/PISPELS)
014| Salmonella 013 091| Shigella BRH 037| Bordetella pertussis 422| Anaerobes 18
015 o018 041| Entamoeba histolytica 118 jlus i 7 042| Plasmodium spp.
016| Salmonella RS DBEC ) 042| Cryptosporidium spp. 030| Neisseria meningitidis 116| Vibrio vuinificus
017| Salmonella 8T8 043 Giardia lamblia 031| Streptococcus A &t 191 [
503 Listeria monocytogenes 501|ROTA virus 381|PRSP/PISP. 14
018| Yersinia enterocolitica 502| ADENO virus 038|Streptococcus pneumoniac (PRSP/PISPELS) 12 SIREH : R AR 1116)
019| Ypseudotuberculosis aF 371 o 036| Corynebacterium diphtheriae HRES g [mrnea
405| V.cholerae O1El Tor,OgawaCT(+) 504 virus A 109| Mycobacterium tuberculosis 7
406 | V.cholerae O1:EIl Tor,Ogawa,CT(-) SRR AR miAKR( 132) 505 virus AorB 110|Mycobacterium avium-intraceilulare complex 12
407| Vicholerae O1:El TorInaba,CT(+) FRES B | EriE) 506|RS virus 15 119| Klebsiella 98
408| V.cholerae O1EI Tornaba,GT(-) 001|Escherichia coli 6 &t 48 0 118 i 23
409| V.cholerae O1Glassical.OgawaGT(+) 119| Klebsiella pneumoniae 039| Legionella pneumophila 1
410| V.cholerae O1:Classical,Ogawa.CT(-) 118 i ir SSMEHE MBS BEE( 464 ) 102 ir 124
411| V.cholerae O1:ClassicalInaba,CT(+) 030| Neisseria meningitidis HBRES M |w | 241|MRSA 126
412| V.cholerae O1GClassicalInabaGT(-) 102| Pseudomonas aeruginosa 1 029| Neisseria gonorrhoeae 024| Staphylococcus aureus MRSALLSH) 104
413| Vicholerae 0139.CT(+) 163| Mycobacterium spp. 032| Streptococcus B 21 031| Streptococcus A
414| Vcholerae 0139.CT(-) 241|MRSA 3 179 Chlamydia trachomatis 032| Streptococcus B 32
415| V.cholerae 01801395454 024 Staphylococcus aureus(MRSALLSH) 8 124| Ureaplasma 381|PRSP/PISP 1
022| Vibrio parahaemolyticus 421| Staphylococcus ATY Tt B tE 4 425| Candida albicans 13 038 treptococcus pneumoniae (PRSP/PISPELSH) 6
104| Vibrio fluvialis 381|PRSP/PISP. 162| Trichomonas vaginalis 422| Anaerobes 2
115| Vibrio mimicus 038 |Streptococcus pneumoniae (PRSP/PISPELS) &t 34] 0 125
116 Vibrio vulnificus 422| Anaerobes 10 &t 536 0
206| Aeromonas hydrophila 125| Mycoplasma pneumoniae
207| Aeromonas sobria 1 118| Vibrio vuinificus BRI - HOIK - MK - BABR R R E
111|Aeromonas hydrophila/sobria FHI 9" 1 ait 32 0 URER : IEBA R U RIBEAA S DM

MRSA;methicillin-resistant S.aureus

PRSP;p

PISP;penicillin-intermediate resistant S.oneumoniae
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1 FRERHRRBE S
EREREERE L S
$ReHEA 10/E &% FAX:0952-30-5033
BENE SH4E10AH e-mail-kansen-j@pref.saga.lg.jp
SEHH: KR BEY 552 ) SEHH: KE(O5F) SRR B Bk 32) SR BRIKM( 2293)
FRESA R | wie| FRES L RRES L HEES L
305 | Escherichia coli 1% i Mt EHEC/VTEC 1 101 Plesiomonas sigelloides 001|Escherichia coli 001|Escherichia coli 71
093 |Escherichia coli HFBME ETEC| 208| Campylobacter jejuni 3 118 jlus i 003| Salmonella Typhi
092 |Escherichia coli #iRAE EIEC| 209| Campylobacter coli 030| Neisseria meningitidis 004 | Sa/monella Paratyphi A
094 | Escherichia coli R AW E MER EPEC 1 023| C -jejuni/coli TR 34 106 Listeria monocytogenes 426 Spp.
095| Escherichia coli D FHIR M 241|MRSA 1 241|MRSA 118| Haemophilus influenzae
003| Salmonella Typhi 024| Staphylococcus aureus(MRSAEASH) 7 024| Staphylococcus aureus(MRSALASH)) 030|Neisseria
004| Salmonella Paratyphi A 025| Clostridum perfringens 032| Streptococcus B 503| Listeria monocytogenes
005 02 026| Clostridum botulinum,E 381|PRSP/PISP. 102 i 6
006 | Salmonella 04 2 027| Clostridum botulinum E KAS% 038| Streptococcus pneumoniac (PRSP/PISPELS) 241|MRSA 7
007 | Salmonella 07 1 028| Bacillus cereus At 0 0| | 024|Staphylococcus aureus (MRSALISH) 11
008| Salmonella 08 Shigella dysenteriae E(__) 421| Staphylococeus ATY 5t BatE 46
009| Salmonella 09 1 Shigella flexneri B () 032| Streptococcus B 5
010 0946 Shigella boydii () MBS/ AR BAERC 1417) 381|PRSP/PISP
201| Salmonella 01,319 090| Shigella sonnei FRESR B |E | 038 | Streptococcus pneumoniae(PRSP/PISPLLS})
014| Salmonella 013 1 091| Shigella BTH 037| Bordetella pertussis 422| Anaerobes 9
015| Salmonella 018 041|Entamoeba histolytica 118 jlus i 5 042| Plasmodium spp.
016 ERUSADBEC ) 042| Cryptosporidium spp. 030| Neisseria 116 Vibrio vulnificus
017| Salmonella BF8) 043| Giardia lamblia 031| Streptococcus A 1 &t 155 0
503 Listeria monocytogenes 501|ROTA virus 381|PRSP/PISP 7
018| Yersinia enterocolitica 2 502| ADENO virus 4 038|treptococcus pneumoniae (PRSP/PISPLLSH) 5 SRETH e BRI 1127)
019| Ypseudotuberculosis &t 59 0| | 036| Corynebacterium diphtheriae BRES L
405| V.cholerae O1EI Tor,OgawaCT(+) 504 virusA 109| Mycobacterium tuberculosis 7
406| V.cholerae O1:El Tor,Ogawa,CT(-) SEMH: ERME BIEKC 144) 505 virus AorB 110|Mycobacterium avium-intracellulare complex 14
407| V.cholerae O1:El TorInaba CT(+) mREA R | E i 506|RS virus 12 119| Klebsiella pneumoniae 93
408| V.cholerae O1E| Tornaba,CT(-) 001|Escherichia coli 6 &t 30 of [ 118 jlus i 23
409| V.cholerae O1Glassical.OgawaGT(+) 119| Klebsiella pneumoniae 3 039| Legionella pneumophila
410| V.cholerae O1:Classical,Ogawa,CT(-) 118| Haemophilus influenzae SHHH: ERE BIAB( 454) 102| Pseudomonas aeruginosa 129
411| V.cholerae O1:ClassicalInaba,CT(+) 030| Neisseria meningitidis FRESR B |E | 241|MRSA 123
412| V.cholerae O1GClassical InabaGT(-) 102| Pseudomonas aeruginosa 2 029 | Neisseria gonorrhoeae 024| Staphylococcus aureus (MRSALASH) 94
413| V.cholerae 0139.CT(+) 163| Mycobacterium spp. 032| Streptococcus B 13 031| Streptococcus A
414| V.cholerae 0139.CT(-) 241|MRSA 4 179| Chlamydia : 032| Streptococcus B 30
415| V.cholerae 018.0139L15+ 024| Staphylococcus aureus(MRSALLSH) 5 124| Ureaplasma 381|PRSP/PISP 6
022| Vibrio parahaemolyticus 421| Staphylococcus A7) -t IEtE 5 425| Candida albicans 14 038|Streptococcus pneumoniae(PRSP/PISPIASH) 20
104| Vibrio fluvialis 381|PRSP/PISP 162| Trichomonas vaginalis 422| Anaerobes 2
115| Vibrio mimicus [ ) 1 &t 27 0| | 125|Mycoplasma pneumoniae
116| Vibrio vulnificus 422| Anaerobes 7 &t 541 0
206 | Aeromonas hydrophila 125| Mycoplasma pneumoniae
207| Aeromonas sobria 116| Vibrio vuinificus BRI HOOK - BEK - BB RS
111|Aeromonas hydrophila/sobria FEHI€3" 1 it 33 0 NREE: IHEER U & NS D F
MRSAmethicillin-resistant S.aureus BB RERSRBLUTRELNLDOMH
PRSPpenicillin-resistant S.oneumoniae FEED: PR ERARE R ERB (534)
PISP;penicillin-intermediate resistant S.preumoniae
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SRS RE BAE 549 ) SWHE: RE(OT) SMeHE R K 40) _ SAMHN B HRiKE( 2281)
HRES AR | moe | FRESR el e FRESZ el e FRESR el e
305| Escherichia coli 1% i i EHEC/VTEC 101 Plesiomonas sigelloides 001| Escherichia coli 1 001|Escherichia coli 82
093 | Escherichia coli B FMIE ETEC 1 1| [ 208| Campylobacter jejuni 2 118 jlus i 003 Typhi
092 coll HMBALE EIEC] 209 | Campylobacter coli 030| Neisseria meningitidis 004| Salmonella Paratyphi A
094 |Escherichia coli fER KRB M AR EPEC 023| Campylobacter jejuni/coli 38R €4 17 1 106| Listeria monocytogenes 426 SpP.
095| Escherichia coli tt® F#IRME 241|MRSA 4 241|MRSA 118
003 Typhi 024| Staphylococcus aureus(MRSALLSH) 5 024| Staphylococcus aureus(MRSALASH) 030|Neisseria
004| Salmonella Paratyphi A 025| Clostridum perfringens 032| Streptococcus B 503| Listeria monocytogenes
005 02 026/ C/ jnum, E 381|PRSP/PISP 102 i 7
006 04 0270/ jnum E L5V 038 streptococcus pneumoniae (PRSP/PISPELSH) 241|MRSA 6
007| Salmonella 07 6 028| Bacillus cereus At 1 0| | 024|Staphylococcus aureus MRSALISH) 10
008 08 3 Shigella dysenteriae () 421| Staphylococcus A7) 3t BEtE 31
009| Salmonella 09 Shigella flexneri B ) 032| Streptococcus B 6
010 0946 Shigella boydi B ) SRS EEE/REE R 1716) 381|PRSP/PISP
201| Salmonella 013,19 090| Shigella sonnei FRES mm s | 038 )
014 o13 1 091] Shigella BT 037| Bordetella pertussis 422| Anaerobes 11
015 o18 041| Entamoeba histolytica 118 jlus i 19 042| Plasmodium spp.
016| Salmonella £ ERASDEEC ) 042| Cryptosporidium spp. 030| Neisseria meningitidis 116| Vibrio vuinificus
017 #AH 043| Giardia lamblia 031| Streptococcus A 1 =118 153 [
503 Listeria monocytogenes 501|ROTA virus 1 381|PRSP/PISP 7
018 Yersinia enterocolitica 502|ADENO virus 1 038|Streptococcus pneumoniae (PRSP/PISPLLS) 9 SR BARE( 1076)
019| Ypseudotuberculosis aEt 41 2 036 Corynebacterium diphtheriae FRES R | B
405| V.cholerae O1:El Tor,Ogawa,CT(+) 504 virus A 109| Mycobacterium tuberculosis 8
406| V.cholerae O1:El Tor,Ogawa,CT(-) WH TR BEB( 165) 505 virus AorB 110| Mycobacterium avium-intracellulare complex 9
407| Vicholerae O1El TorInaba CT(+) RRES B (87558 [ 506|RS virus 9 119| Klebsiella pneumoniae 95
408| Vicholerae O1:El TorInaba,CT(-) 001|Escherichia coli 9 aF 45 [ 118 ilus ir 9
409| V.cholerae O1Glassical.OgawaGT(+) 119| Klebsiella pneumoniae 039| Legionella pneumophila
410| Vicholerae O1:Classical Ogawa CT(-) 118 jlus ir SREH S R BRIKE( 440) 102 i 124
411| Vicholerae O1:Classicalnaba CT(+) 030| Neisseria meningitidis FRES R | B 241[MRSA 124
412| V.cholerae O1ClassicalInabaCT(-) 102| Pseudomonas aeruginosa 1 029| Neisseria gonorrhoeae 024| Staphylococcus aureus (MRSALLS}H) 78
413| Vicholerae 0139.CT(+) 163| Mycobacterium spp. 032| Streptococcus B 26 031| Streptococcus A 1
414| V.cholerae 0139.CT(-) 241|MRSA 3 179| Chlamydia trachomatis 032| Streptococcus B 27
415| V.cholerae 018013915+ 024| Staphylococcus aureus(MRSALLSH) 6 124 Ureaplasma 381|PRSP/PISP 4
022| Vibrio parahaemolyticus 421| Staphylococcus AT 5—t FE 1 425| Candida albicans Al 038| Streptococcus pneumoniac(PRSP/PISPLASH) Al
104| Vibrio fluvialis 381|PRSP/PISP. 162| Trichomonas vaginalis 2 422| Anaerobes 4
115| Vibrio mimicus 038 ) &t 39 0| | 125|Mycoplasma pneumoniae
116| Vibrio vulnificus 422| Anaerobes 8 &t 494 0
206 | Aeromonas hydrophila 125| Mycoplasma pneumoniae.
207| Aeromonas sobria 116| Vibrio vuinificus TR OOK - K - B ER R AL

11

Aeromonas hydrophila/sobria BRI

BEt 28 0

MRSA;methicillin-resistant S.aureus

PRSP;p

PISP;penicillin-intermediate resistant S.pneumoniae
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1 FRAEBRBLERRBE S
EEREEREE S
R Hupy 107ER FAX:0952-30-5033
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SEHH: X BAE 560 ) SWHH: RE (O5F) SWH R B R ( 62) RN R 2836)

FRRES B [wrie FRESR L e FRES BB [ FRESR BB [T
305 | Escherichia coli & i EHEC/VTEC 101 jgello 001| Escherichia coli 001|Escherichia coli 94
093 |Escherichia coli BFRIE ETEC 208| Campylobacter jejuni 6 118| Haemophilus influenzae 00| Salmonella Typhi
092 | Escherichia coli $B#HBAME EIEC] 209 | Campylobacter coli 030| Neisseria meningitidis 004| Salmonella Paratyphi A
094|Escherichia coli 5 RAM B Mi#R EPEC 023 Campylobacter jejuni/coli 83 ¢ 9 11 106 | Listeria monocytogenes 426| Salmonella_spp.
095| Escherichia coli #.0 T IR 241|MRSA 4 241|MRSA 118 lus ir 1
003| Salmonelia Typhi 024 Staphylococcus aureus(MRSALLSH) 5 024 Staphylococcus aureus(MRSALLSH)) 030| Neisseria
004 Salmonella Paratyphi A 025/ Clostridum perfringens 032| Streptococcus B 503| Listeria monocytogenes
005/ Salmonella 02 026| Clostridum botulinum E 381|PRSP/PISP 102| Pseudomonas aeruginosa 1
006 Salmonella 04 027| Clostridum botulinum E KAk [ ) 241|MRSA 1
007| Salmonella 07 3 028| Bacillus cereus &t 0 0| | 024|Staphylococcus aureus MRSALLSY) 21
008| Salmonella 08 2 Shigella dysenteriae B ( ) 421| Staphylococcus A7) 5t IEtE 39
009 09 1 Shigella flexneri B () 032| Streptococcus B 4
010 09,46 Shigella boydii B ) _ SMESTH SR/ REME  RAE( 2361) 381|PRSP/PISP
201 013,19 090| Shigella sonnei FEES s [mnnia| | 038|streptococcus pneumoniae (PRSP/PISPEISH) 7
014 013 091|Shigella _ BETH 037| Bordetella pertussis 422| Anaerobes 9
015 o18 041| Entamoeba histolytica 118 jlus i 11 042| Plasmodium spp
016 Salmonella LN DB ) 042| Cryptosporidium spp. 030| Neisseria meningitidis 116| Vibrio vulnificus
017| Salmonella B T8 043 Giardia lamblia 031| Streptococcus A 1 &t 197 0
503| Listeria monocytogenes 501[ROTA virus 381|PRSP/PISP 10
018| Yersinia enterocolitica 502|ADENO virus 5 038|Streptococeus pneumoniae (PRSP/PISPASY) 10 SHRETHH : IR HBAE( 1204)
019| Ypseudotuberculosis &t 37 0| | 0836| Corynebacterium diphtheriae BRES B B
405 V.cholerae O1:El Tor,Ogawa,CT(+) 504 virus A 18 109| Mycobacterium tuberculosis 2
406 | V.cholerae O1:El Tor,Ogawa,CT(-) SREE B BEH 132) 505 virus AorB 110|Mycobacterium avium=intracellulare complex 8
407| V.cholerae O1:EI TorInaba,CT(+) BRES Bt 8458 | 506|RS virus 9 119| Klebsiella pneumoniae 115
408 V.cholerae O1:EI TorInaba,CT(-) 001| Escherichia coli 5 &t 59 of [ 118 jlus ir 28
409 V.cholerae O1Classical Ogawa,CT(+) 119| Klebsiella 2 039| Legionella
410| Vicholerae O1:Classical.Ogawa CT(-) 118 i/ SR R RAB( 437) 102 133
411| Vicholerae O1:Classical Inaba,CT(+) 030|Neisseria FRER BB | BAREE| 241|MRSA 134
412| V.cholerae O1ClassicallnabaCT(-) 102| Pseudomonas aeruginosa 029| Neisseria gonorrhoeae 024| Staphylococcus aureus (MRSALLSH) 84
413| Vicholerae 0139.CT(+) 163| Mycobacterium spp. 032| Streptococcus B 26 031| Streptococcus A 1
414| Vicholerae 0139.CT(-) 241|MRSA 2 179| Chlamydia trachomatis 032| Streptococcus B 34
415| V.cholerae 018.0139L15+ 024| Staphylococcus aureus(MRSALLSH) 3 124| Ureaplasma 381|PRSP/PISP 3
022| Vibrio parahaemolyticus 421| Staphylococcus AT) -t Bt 6 425| Candida albicans 14 038|treptococcus pneumoniae (PRSP/PISPELSH) 19
104| Vibrio fluvialis 381|PRSP/PISP 162| Trichomonas vaginalis 422| Anaerobes 2
115| Vibrio mimicus 038| Streptococcus pneumoniae (PRSP/PISPLASH) =h 40 0 125| Mycoplasma pneumoniae
116| Vibrio vuinificus 422| Anaerobes 6 &t 563 0
206| Aeromonas hydrophila 125| Mycoplasma pneumoniae
207| Aeromonas sobria 116| Vibrio vulnificus BRI HOOK - MK - BAER R E
111 |Aeromonas hydrophila/sobria F3I 3 At 24 0 UREE: WREA R U SRS S O R

MRSAmethicillin-resistant S.aureus BESE HEH. R BRUTRENDDH

PRSP;penicillin-resistant S.pneumoniae

PISP;penicillin-intermediate resistant S.oneumoniae
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